[Diversity and the origin of the European population of Triticum dicoccum (Schrank) Schuebl. as revealed by chromosome analysis].
Cluster analysis of the Triticum dicoccum chromosome passports by artificial neural networks and UPGMA divided the European T. dicoccum population into two groups, West European and Volga-Balkan. The West European T. dicoccum accessions displayed a predominance of the marker translocation T7A:5B (67% of the accessions), which was also found in a few accessions from other countries (Turkey, Iran, and northern Africa), and were similar in chromosome C-banding patterns. The Volga-Balkan T. dicoccum accessions differed in the C-banding patterns of some chromosomes from the West European accessions, thus probably originating from another founder population. It was assumed that the T. dicoccum accessions carrying the T7A:5B translocation had a common origin and that the wild T. dicoccum population of the Middle East (Syria and Lebanon) contributed to the origin of West European T. dicoccum.